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<210> 1 
<211> 861 
<212> DNA 

<213> Aequorea victoria 










<400> 1 
aatgcaattc 


atctttgcat 


caaagaatta 


catcaaatct 


ctagttgatc 


aactaaattg 


60 


tctcgacaac 


aacaagcaaa 


catgacaagc 


aaacaatact 


cagtcaagct 


tacatcagac 


ion 


ttcgacaacc 


caagatggat 


tggacgacac 


aagcatatgt 


tcaatttcct 


tgatgtcaac 


ion 
loU 


cacaatggaa 


aaatctctct 


tgacgagatg 


gt ct acaagg 


catctgat at 


t gt catcaat 


O A C\ 

Z 4 U 


aaccttggag 


caacacctga 


gcaagccaaa 


cgacacaaag 


atgctgtaga 


agccttcttc 


oUU 


ggaggagctg 


gaatgaaata 


tggtgtggaa 


act gat t ggc 


ct gcat at at 


t gaaggat gg 




aaaaaattgg 


ctactgatga 


attggagaaa 


tacgccaaaa 


acgaaccaac 


gctcatccgt 


420 


atatggggtg 


atgctttgtt 


tgatatcgtt 


gacaaagatc 


aaaatggagc 


cattacactg 


480 


gatgaatgga 


aagcatacac 


caaagctgct 


ggtatcatcc 


aatcatcaga 


agattgcgag 


540 


gaaacattca 


gagtgtgcga 


tattgatgaa 


agtggacaac 


tcgatgttga 


tgagatgaca 


600 


agacaacatt 


taggattttg 


gtacaccatg 


gatcctgctt 


gcgaaaagct 


ctacggtgga 


660 


gctgtcccct 


aagaagctct 


acggtggtga 


tgcaccctgg 


gaagatgatg 


tgattttgaa 


720 


taaaacactg 


atgaattcaa 


tcaaaatttt 


ccaaattttt 


gaacgatttc 


aatcgtttgt 


780 


gttgattttt 


gtaattagga 


acagattaaa 


tcgaatgatt 


agttgttttt 


ttaatcaaca 


840 


gaacttacaa 


atcgaaaaag 


t 








861 



<210> 2 

<211> 189 

<212> PRT 

<213> Aequorea victoria 

<400> 2 

Val Lys Leu Thr Ser Asp Phe Asp Asn Pro Arg Trp lie Gly Arg His 
1 5 10 J 15 



Lys His Met Phe Asn Phe Leu Asp Val Asn His Asn Gly Lys lie Ser 
20 25 30 



Leu Asp Glu Met Val Tyr Lys Ala Ser Asp lie Val lie Asn Asn Leu 
35 ' 40 ~ 45 



Gly Ala Thr Pro Glu Gin Ala Lys Arg His Lys Asp Ala Val Glu Ala 
50 55 60 



Phe Phe Gly Gly Ala Gly Met Lys Tyr Gly Val Glu Thr Asp Trp Pro 
65 70 75 80 



Ala Tyr lie Glu Gly Trp Lys Lys Leu Ala Thr Asp Glu Leu Glu Lys 
85 90 95 



Tyr Ala Lys Asn Glu Pro Thr Leu lie Arg lie Trp Gly Asp Ala Leu 
100 105 110 



Phe Asp lie Val Asp Lys Asp Gin Asn Gly Ala lie Thr Leu Asp Glu 
115 ' 120 " 125 



Trp Lys Ala Tyr Thr Lys Ala Ala Gly lie lie Gin Ser Ser Glu Asp 
130 135 140 



Cys Glu Glu Thr Phe Arg Val Cys Asp lie Asp Glu Ser Gly Gin Leu 
145 150 155 160 



Asp Val Asp Glu Met Thr Arg Gin His Leu Gly Phe Trp Tyr Thr Met 
165 170 175 



Asp Pro Ala Cys Glu Lys Leu Tyr Gly Gly Ala Val Pro 
180 185 



<210> 3 
<211> 861 



<212> DNA 

<213> Aequorea victoria 
<400> 3 



aatgcaattc 


atctttgcat 


caaagaatta 


catcaaatct 


ctagttgatc 


aactaaattg 


60 


tctcgacaac 


aacaagcaaa 


catgacaagc 


aaacaatact 


cagtcaagct 


tacatcagac 


120 


ttcgacaacc 


caagatggat 


tggacgacac 


aagcatatgt 


tcaatttcct 


tgatgtcaac 


180 


cacaatggaa 


aaatctctct 


tgacgagatg 


gtctacaagg 


catctgatat 


tgtcatcaat 


240 


aaccttggag 


caacacctga 


gcaagccaaa 


cgacacaaag 


atgctgtaga 


agccttcttc 


300 


ggaggagctg 


gaatgaaata 


tggtgtggaa 


actgattggc 


ctgcatatat 


tgaaggatgg 


360 


aaaaaattgg 


ctactgatga 


attggagaaa 


tacgccaaaa 


acgaaccaac 


gctcatccgt 


420 


atatggggtg 


atgctttgtt 


tgatatcgtt 


gacaaagatc 


aaaatggagc 


cattacactg 


480 


gatgaatgga 


aagcatacac 


caaagctgct 


ggtatcatcc 


aatcatcaga 


agatagcgag 


540 


gaaacattca 


gagtgagcga 


tattgatgaa 


agtggacaac 


tcgatgttga 


tgagatgaca 


600 


agacaacatt 


taggattttg 


gtacaccatg 


gatcctgcta 


gcgaaaagct 


ctacggtgga 


660 


gctgtcccct 


aagaagctct 


acggtggtga 


tgcaccctgg 


gaagatgatg 


tgattttgaa 


720 


taaaacactg 


atgaattcaa 


tcaaaatttt 


ccaaattttt 


gaacgatttc 


aatcgtttgt 


780 


gttgattttt 


gtaattagga 


acagattaaa 


tcgaatgatt 


agttgttttt 


ttaatcaaca 


840 


gaacttacaa 


atcgaaaaag 


t 








861 



<210> 4 
<211> 189 
<212> PRT 

<213> Aequorea victoria 
<400> 4 

Val Lys Leu Thr Ser Asp Phe Asp Asn Pro Arg Trp lie Gly Arg His 
15 10 15 

Lys His Met Phe Asn Phe Leu Asp Val Asn His Asn Gly Lys lie Ser 
20 25 30 

Leu Asp Glu Met Val Tyr Lys Ala Ser Asp lie Val lie Asn Asn Leu 
35 40 45 

Gly Ala Thr Pro Glu Gin Ala Lys Arg His Lys Asp Ala Val Glu Ala 
50 55 60 



Phe Phe Gly Gly Ala Gly Met Lys Tyr Gly Val Glu Thr Asp Trp Pro 
65 70 ^ 75 " * 80 



Ala Tyr He Glu Gly Trp Lys Lys Leu Ala Thr Asp Glu Leu Glu Lys 
85 90 95 

Tyr Ala Lys Asn Glu Pro Thr Leu He Arg He Trp Gly Asp Ala Leu 
100 105 ' ~ 110 

Phe Asp He Val Asp Lys Asp Gin Asn Gly Ala He Thr Leu Asp Glu 
115 120 125 

Trp Lys Ala Tyr Thr Lys Ala Ala Gly He He Gin Ser Ser Glu Asp 
130 135 " 140 

Ser Glu Glu Thr Phe Arg Val Ser Asp He Asp Glu Ser Gly Gin Leu 
145 150 155 ' 160 

Asp Val Asp Glu Met Thr Arg Gin His Leu Gly Phe Trp Tyr Thr Met 
165 170 175 

Asp Pro Ala Ser Glu Lys Leu Tyr Gly Gly Ala Val Pro 



<210> 5 
<211> 662 
<212> DNA 

<213> Obelia longissima 
<400> 5 

acgatcgaac caaacaactc agctcacagc tactgaacaa ctcttgttgt gtacaatcaa 60 
aatgtcttca aaatacgcag ttaaactcaa gactgacttt gataatccac gatggatcaa 120 
aagacacaag cacatgtttg atttcctcga catcaatgga aatggaaaaa tcaccctcga 180 
tgaaattgtg tccaaggcat ctgatgacat atgtgccaag ctcgaagcca caccagaaca 240 
aacaaaacgc catcaagttt gtgttgaagc tttctttaga ggatgtggaa tggaatatgg 300 
taaagaaatt gccttcccac aattcctcga tggatggaaa caattggcga cttcagaact 360 
caagaaatgg gcaagaaacg aacctactct cattcgtgaa tggggagatg ctgtctttga 420 
tattttcgac aaagatggaa gtggtacaat cactttggac gaatggaaag cttatggaaa 4 80 
aatctctggt atctctccat cacaagaaga ttgtgaagcg acatttcgac attgcgattt 540 



ggacaacagt ggtgaccttg atgttgacga gatgacaaga caacatcttg gattctggta 600 
cactttggac ccagaagctg atggtctcta tggcaacgga gttccctaag ctttttttcg 660 
aa 662 



<210> 6 
<211> 195 
<212> PRT 

<213> Obelia longissima 
<400> 6 

Met Ser Ser Lys Tyr Ala Val Lys Leu Lys Thr Asp Phe Asp Asn Pro 
15 10 15 



Arg Trp lie Lys Arg His Lys His Met Phe Asp Phe Leu Asp lie Asn 
20 ~ 25 30 



Gly Asn Gly Lys lie Thr Leu Asp Glu lie Val Ser Lys Ala Ser Asp 
35 40 45 



Asp lie Cys Ala Lys Leu Glu Ala Thr Pro Glu Gin Thr Lys Arg His 
50 55 60 



Gin Val Cys Val Glu Ala Phe Phe Arg Gly Cys Gly Met Glu Tyr Gly 
65 70 . 75 80 



Lys Glu lie Ala Phe Pro Gin Phe Leu Asp Gly Trp Lys Gin Leu Ala 
85 90 95 



Thr Ser Glu Leu Lys Lys Trp Ala Arg Asn Glu Pro Thr Leu lie Arg 
100 105 110 



Glu Trp Gly Asp Ala Val Phe Asp lie Phe Asp Lys Asp Gly Ser Gly 
115 120 125 



Thr lie Thr Leu Asp Glu Trp Lys Ala Tyr Gly Lys lie Ser Gly lie 
130 135 140 



Ser Pro Ser Gin Glu Asp Cys Glu Ala Thr Phe Arg His Cys Asp Leu 
145 150 155 160 



Asp Asn Ser Gly Asp Leu Asp Val Asp Glu Met Thr Arg Gin His Leu 
165 170 175 



Gly Phe Trp Tyr Thr Leu Asp Pro Glu Ala Asp Gly Leu Tyr Gly Asn 
180 185 190 



Gly Val Pro 
195 



